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<210> 1 

<211> 2382 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2379) 

<400> 1 

atg tgg ate cag gtt egg acc atg gat ggg agg cag acc cac acg gtg 4 8 
Met Trp lie Gin Val Arg Thr Met Asp Gly Arg Gin Thr His Thr. Val 
15 10 15 

gac teg ctg tec agg ctg acc aag gtg gag gag ctg agg egg aag ate 96 
Asp Ser Leu Ser Arg Leu Thr Lys Val Glu Glu Leu Arg Arg Lys lie 
20 25 30 

cag gag ctg ttc cac gtg gag cca ggc ctg cag agg ctg ttc tac agg 144 
Gin Glu Leu Phe His Val Glu Pro Gly Leu Gin Arg Leu Phe Tyr Arg 
35 40 45 

ggc aaa cag atg gag gac ggc cat acc etc ttc gac tac gag gtc cgc 192 
Gly Lys Gin Met Glu Asp Gly His Thr Leu Phe Asp Tyr Glu Val Arg 
50 55 60 

ctg aat gac acc ate cag etc ctg gtc cgc cag age etc gtg etc ccc 240 
Leu Asn Asp Thr lie Gin Leu Leu Val Arg Gin Ser Leu Val Leu Pro 
65 70 75 80 



cac age acc aag gag egg gac tec gag etc tec gac ace gac tec ggc 288 
His Ser Thr Lys Glu Arg Asp Ser Glu Leu Ser Asp Thr Asp Ser Gly 
85 90 95 

tgc tgc ctg ggc cag agt gag tea gac aag tec tec acc cac ggt gag 336 
Cys Cys Leu Gly Gin Ser Glu Ser Asp Lys Ser Ser Thr His Gly Glu 
100 105 110 

gcg gee gee gag act gac age agg cca gee gat gag gac atg tgg gat 384 
Ala Ala Ala Glu Thr Asp Ser Arg Pro Ala Asp Glu Asp Met Trp Asp 
115 120 125 

gag acg gaa ttg ggg ctg tac aag gtc aat gag tac gtc gat get egg 432 
Glu Thr Glu Leu Gly Leu Tyr Lys Val Asn Glu Tyr Val Asp Ala Arg 
130 135 140 

gac acg aac atg ggg gcg tgg ttt gag gcg cag gtg gtc agg gtg acg 480 
Asp Thr Asn Met Gly Ala Trp Phe Glu Ala Gin Val Val Arg Val Thr 
145 150 155 160 

egg aag gee ccc tec egg gac gag ccc tgc age tec acg tec agg ccg 52 8 
Arg Lys Ala Pro Ser Arg Asp Glu Pro Cys Ser Ser Thr Ser Arg Pro 
165 170 175 

gcg ctg gag gag gac gtc att tac cac gtg aaa tac gac gac tac ccg 576 
Ala Leu Glu Glu Asp Val lie Tyr His Val Lys Tyr Asp Asp Tyr Pro 
180 185 190 

gag aac ggc gtg gtc cag atg aac tec agg gac gtc cga gcg cgc gec 624 
Glu Asn Gly Val Val Gin Met Asn Ser Arg Asp Val Arg Ala Arg Ala 
195 200 205 

cgc acc ate ate aag tgg cag gac ctg gag gtg ggc cag gtg gtc atg 672 
Arg Thr lie lie Lys Trp Gin Asp Leu Glu Val Gly Gin Val Val Met 
210 215 220 

etc aac tac aac ccc gac aac ccc aag gag egg ggc ttc tgg tac gac 720 
Leu Asn Tyr Asn Pro Asp Asn Pro Lys Glu Arg Gly Phe Trp Tyr Asp 
225 230 235 240 

gcg gag ate tec agg aag cgc gag acc agg acg gcg egg gaa etc tac 768 
Ala Glu lie Ser Arg Lys Arg Glu Thr Arg Thr Ala Arg Glu Leu Tyr 
245 250 255 

gee aac gtg gtg ctg ggg gat gat tct ctg aac gac tgt egg ate ate 816 
Ala Asn Val Val Leu Gly Asp Asp Ser Leu Asn Asp Cys Arg lie lie 
260 265 270 

ttc gtg gac gaa gtc ttc aag att gag egg ccg ggt gaa ggg age ccc 864 
Phe Val Asp Glu Val Phe Lys lie Glu Arg Pro Gly Glu Gly Ser Pro 
275 280 285 

atg gtt gac aac ccc atg aga egg aag age ggg ccg tec tgc aag cac 912 
Met Val Asp Asn Pro Met Arg Arg Lys Ser Gly Pro Ser Cys Lys. His 
290 295 300 



tgc aag gac gac gtg aac aga etc tgc agg gtc tgc gec tgc cac ctg 960 
Cys Lys Asp Asp Val Asn Arg Leu Cys Arg Val Cys Ala Cys His Leu 
305 310 315 320 

tgc ggg ggc egg cag gac ccc gac aag cag etc atg tgc gat gag tgc 1008 
Cys Gly Gly Arg Gin Asp Pro Asp Lys Gin Leu Met Cys Asp Glu Cys 
325 330 335 

gac atg gee ttc cac ate tac tgc ctg gac ccg ccc etc age agt gtt 1056 
Asp Met Ala Phe His lie Tyr Cys Leu Asp Pro Pro Leu Ser Ser Val 
340 345 350 

ccc age gag gac gag tgg tac tgc cct gag tgc egg aat gat gee age 1104 
Pro Ser Glu Asp Glu Trp Tyr Cys Pro Glu Cys Arg Asn Asp Ala Ser 
355 360 365 

gag gtg gta ctg gcg gga gag egg ctg aga gag age aag aag aat gcg 1152 
Glu Val Val Leu Ala Gly Glu Arg Leu Arg Glu Ser Lys Lys Asn Ala 
370 375 380 

aag atg gee teg gee aca teg tec tea cag. egg gac tgg ggc aag ggc 12 00 
Lys Met Ala Ser Ala Thr Ser Ser Ser Gin Arg Asp Trp Gly Lys Gly 
385 390 395 400 

atg gee tgt gtg ggc cgc ace aag gaa tgt ace ate gtc ccg tec aac 1248 
Met Ala Cys Val Gly Arg Thr Lys Glu Cys Thr lie Val Pro Ser Asn 
405 410 415 

cac tac gga ccc ate ccg ggg ate ccc gtg ggc ace atg tgg egg ttc 1296 
His Tyr Gly Pro lie Pro Gly lie Pro Val Gly Thr Met Trp Arg Phe 
420 425 430 

cga gtc cag gtc age gag teg ggt gtc cat egg ccc cac gtg get ggc 1344 
Arg Val Gin Val Ser Glu Ser Gly Val His Arg Pro His Val Ala Gly 
435 440 445 

ate cat ggc egg age aac gac gga teg tac tec eta gtc ctg gcg ggg 13 92 
lie His Gly Arg Ser Asn Asp Gly Ser Tyr Ser Leu Val Leu Ala Gly 
450 455 460 

ggc tat gag gat gat gtg gac cat ggg aat ttt ttc aca tac acg ggt 144 0 
Gly Tyr Glu Asp Asp Val Asp His Gly Asn' Phe Phe Thr Tyr Thr Gly 
465 470 475 480 

agt ggt ggt cga gat ctt tec ggc aac aag agg ace gcg gaa cag tct 14 8 8 
Ser Gly Gly Arg Asp Leu Ser Gly Asn Lys Arg Thr Ala Glu Gin Ser 
485 490 495 

tgt gat cag aaa etc ace aac acc aac agg gcg ctg get etc aac tgc 1536 
Cys Asp Gin Lys Leu Thr Asn Thr Asn Arg Ala Leu Ala Leu Asn Cys 
500 505 510 

ttt get ccc ate aat gac caa gaa ggg gee gag gee aag gac tgg egg 1584 
Phe Ala Pro lie Asn Asp Gin Glu Gly Ala Glu Ala Lys Asp Trp Arg 
515 520 525 



teg ggg aag ccg gtc agg gtg gtg cgc aat gtc aag ggt ggc aag aat 1632 
Ser Gly Lys Pro Val Arg Val Val Arg Asn Val Lys Gly Gly Lys Asn 
530 535 540 

age aag tac gec ccc get gag ggc aac cgc. tac gat ggc ate tac aag 1680 
Ser Lys Tyr Ala Pro Ala Glu Gly Asn Arg Tyr Asp Gly lie Tyr Lys 
545 550 555 * 560 

gtt gtg aaa tac tgg ccc gag aag ggg aag tec ggg ttt etc gtg tgg 1728 
Val Val Lys Tyr Trp Pro Glu Lys Gly Lys Ser Gly Phe Leu Val Trp 
565 570 575 

cgc tac ctt ctg egg agg gac gat gat gag cct ggc cct tgg acg aag 1776 
Arg Tyr Leu Leu Arg Arg Asp Asp Asp Glu Pro Gly Pro Trp Thr Lys 
580 585 590 

gag ggg aag gac egg ate aag aag ctg ggg ctg ace atg cag tat cca 1824 
Glu Gly Lys Asp Arg lie Lys Lys Leu Gly Leu Thr Met Gin Tyr Pro 
595 600 605 

gaa ggc tac ctg gaa gee ctg gee aac cga gag cga gag aag gag aac 1872 
Glu Gly Tyr Leu Glu Ala Leu Ala Asn Arg Glu Arg Glu Lys Glu Asn 
610 615 620 

age aag agg gag gag gag gag cag cag gag ggg ggc ttc gcg tec ccc 1920 
Ser Lys Arg Glu Glu Glu Glu Gin Gin Glu Gly Gly Phe Ala Ser Pro 
625 630 635 640 

agg acg ggc aag ggc aag tgg aag egg aag teg gca gga ggt ggc ccg 1968 
Arg Thr Gly Lys Gly Lys Trp Lys Arg Lys Ser Ala Gly Gly Gly Pro 
645 650 655 

age agg gee ggg tec ccg cgc egg aca tec aag aaa ace aag gtg gag 2016 
Ser Arg Ala Gly Ser Pro Arg Arg Thr Ser Lys Lys Thr Lys Val Glu 
660 665 670 

ccc tac agt etc acg gee cag cag age age etc ate aga gag gac aag 2064 
Pro Tyr Ser Leu Thr Ala Gin Gin Ser Ser Leu lie Arg Glu Asp Lys 
675 680 685 

age aac gee aag ctg tgg aat gag gtc ctg gcg tea etc aag gac egg 2112 
Ser Asn Ala Lys Leu Trp Asn Glu Val Leu Ala Ser Leu Lys Asp Arg 
690 695 700 

ccg gcg age ggc age ccg ttc cag ttg ttc ctg agt aaa gtg gag gag 2160 
Pro Ala Ser Gly Ser Pro Phe Gin Leu Phe Leu Ser Lys Val Glu Glu 
705 710 715 720 

acg ttc cag tgt ate tgc tgt cag gag ctg gtg ttc egg ccc ate acg 2208 
Thr Phe Gin Cys lie Cys Cys Gin Glu Leu Val Phe Arg Pro He Thr 
725 730 ~ 735 

ace gtg tgc cag cac aac gtg tgc aag gac tgc ctg gac aga tec ttt 2256 
Thr Val Cys Gin His Asn Val Cys Lys Asp Cys Leu Asp Arg Ser Phe 
740 745 750 



egg gca cag gtg ttc age tgc cct gec tgc cgc tac gac ctg ggc cgc 2304 
Arg Ala Gin Val Phe Ser Cys Pro Ala Cys Arg Tyr Asp Leu Gly Arg 
755 760 765 



age tat gee atg cag gtg aac cag cct ctg cag acc gtc etc aac cag 2352 
Ser Tyr Ala Met Gin Val Asn Gin Pro Leu Gin Thr Val Leu Asn Gin 
770 775 780 

etc ttc ccc ggc tac ggc aat ggc egg tga 2382 
Leu Phe Pro Gly Tyr Gly Asn Gly Arg 
785 790 



<210> 2 
<211> 793 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Trp lie Gin Val Arg Thr Met 
1 5 

Asp Ser Leu Ser Arg Leu Thr Lys 

. 20 

Gin Glu Leu Phe His Val Glu Pro 
35 4 0 

Gly Lys Gin Met Glu Asp Gly His 
50 55 

Leu Asn Asp Thr lie Gin Leu Leu 
65 70 

His Ser Thr Lys Glu Arg Asp Ser 
85 



Asp Gly Arg Gin Thr His Thr Val 
10 15 

Val Glu. Glu Leu Arg Arg Lys lie 
25 30 

Gly Leu Gin Arg Leu Phe Tyr Arg 
45 

Thr Leu Phe Asp Tyr Glu Val Arg 
60 

Val Arg Gin Ser Leu Val Leu Pro 
75 80 

Glu Leu Ser Asp Thr Asp Ser Gly 
90 95 . 



Cys Cys Leu Gly Gin Ser Glu Ser 
100 

Ala Ala Ala Glu Thr Asp Ser Arg 
115 120 

Glu Thr Glu Leu Gly Leu Tyr Lys 
130 135 

Asp Thr Asn Met Gly Ala Trp Phe 
145 150 

Arg Lys Ala Pro Ser Arg Asp Glu 
165 

Ala Leu Glu Glu Asp Val lie Tyr 
180 



Asp Lys Ser Ser Thr His Gly Glu 
105 110 

Pro Ala Asp Glu Asp Met Trp Asp 
125 

Val Asn Glu Tyr Val Asp Ala Arg 
140 

Glu Ala Gin Val Val Arg Val Thr 
155 160 

Pro Cys Ser Ser Thr Ser Arg Pro 
170 175 

His Val Lys Tyr Asp Asp Tyr Pro 
185 190 



Glu Asn Gly Val Val Gin Met Asn Ser Arg Asp Val Arg Ala Arg Ala 
195 200 205 



Arg Thr He He Lys Trp Gin Asp Leu Glu Val Gly Gin Val Val Met 
210 215 220 

Leu Asn Tyr Asn Pro Asp Asn Pro Lys Glu Arg Gly Phe Trp Tyr Asp 
225 230 235 240 

Ala Glu He Ser Arg Lys Arg Glu Thr Arg Thr Ala Arg Glu Leu Tyr 
245 250 255 

Ala Asn Val Val Leu Gly Asp Asp Ser Leu Asn Asp Cys Arg He He 
260 265 270 

Phe Val Asp Glu Val Phe Lys He Glu Arg Pro Gly Glu Gly Ser Pro 
275 280 285 

Met Val Asp Asn Pro Met Arg Arg Lys Ser Gly Pro Ser Cys Lys His 
290 295 300 

Cys Lys Asp Asp Val Asn Arg Leu Cys Arg Val Cys Ala Cys His Leu 
305 310 315 320 

Cys Gly Gly Arg Gin Asp Pro Asp Lys Gin Leu Met Cys Asp Glu Cys 
325 330 335 

Asp Met Ala Phe His He Tyr Cys Leu Asp Pro Pro Leu Ser Ser Val 
340 345 350 

Pro Ser Glu Asp Glu Trp Tyr Cys Pro Glu Cys Arg Asn Asp Ala Ser 
355 360 365 

Glu Val Val Leu Ala Gly Glu Arg Leu Arg Glu Ser Lys Lys Asn Ala 
370 375 380 

Lys Met Ala Ser Ala Thr Ser Ser Ser Gin Arg Asp Trp Gly Lys Gly 
385 390 395 400 

Met Ala Cys Val Gly Arg Thr Lys Glu Cys Thr He Val Pro Ser Asn 
405 410 415 

His Tyr Gly Pro He Pro Gly He Pro Val Gly Thr Met Trp Arg Phe 
420 425 430 

Arg Val Gin Val Ser Glu Ser Gly Val His Arg Pro His Val Ala Gly 
435 440 445 

He His Gly Arg Ser Asn Asp Gly Ser Tyr Ser Leu Val Leu Ala Gly 
450 455 460 

Gly Tyr Glu Asp Asp Val Asp His Gly Asn Phe Phe Thr Tyr Thr Gly 
465 470 475 480 

Ser Gly Gly Arg Asp Leu Ser Gly Asn Lys Arg Thr Ala Glu Gin Ser 
485 490 495 



Cys Asp Gin Lys Leu Thr Asn Thr Asn Arg Ala Leu Ala Leu Asn Cys 
500 505 510 



Phe Ala Pro lie Asn Asp Gin Glu Gly Ala Glu Ala Lys Asp Trp Arg 
515 520 525 

Ser Gly Lys Pro Val Arg Val Val Arg Asn Val Lys Gly Gly Lys Asn 
530 535 540 

Ser Lys Tyr Ala Pro Ala Glu Gly Asn Arg Tyr Asp Gly lie Tyr Lys 
545 550 555 * 560 

Val Val Lys Tyr Trp Pro Glu Lys Gly Lys Ser Gly Phe Leu Val Trp 
565 570 575 

Arg Tyr Leu Leu Arg Arg Asp Asp Asp Glu Pro Gly Pro Trp Thr Lys 
580 585 590 

Glu Gly Lys Asp Arg He Lys Lys Leu Gly Leu Thr Met Gin Tyr Pro 
595 600 605 

Glu Gly Tyr Leu Glu Ala Leu Ala Asn Arg Glu Arg Glu Lys Glu Asn 
610 615 620 

Ser Lys Arg Glu Glu Glu Glu Gin Gin Glu Gly Gly Phe Ala Ser Pro 
625 630 635 .640 

Arg Thr Gly Lys Gly Lys Trp Lys Arg Lys Ser Ala Gly Gly Gly Pro 
645 650 655 

Ser Arg Ala Gly Ser Pro Arg Arg Thr Ser Lys Lys Thr Lys Val Glu 
660 665 670 

Pro Tyr Ser Leu Thr Ala Gin Gin Ser Ser Leu He Arg Glu Asp Lys 
675 680 685 

Ser Asn Ala Lys Leu Trp Asn Glu Val Leu Ala Ser Leu Lys Asp Arg 
690 695 700 

Pro Ala Ser Gly Ser Pro Phe Gin Leu Phe Leu Ser Lys Val Glu Glu 
705 710 715 ^ 720 

Thr Phe Gin Cys He Cys Cys Gin Glu Leu Val Phe Arg Pro He Thr 
725 730 735 

Thr Val Cys Gin His Asn Val Cys Lys Asp Cys Leu Asp Arg Ser Phe 
740 745 " 750 

Arg Ala Gin Val Phe Ser Cys Pro Ala Cys Arg Tyr Asp Leu Gly Arg 
755 760 ~ 765 

Ser Tyr Ala Met Gin Val Asn Gin Pro Leu Gin Thr Val Leu Asn Gin 
770 775 780 

Leu Phe Pro Gly Tyr Gly Asn Gly Arg 
785 790 



<210> 3 
<211> 45 




8 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1) . . (45) 

<400> 3 

acc cac ggt gag gcg gcc gcc gag act gac age agg cca gec gat 4 5 

Thr His Gly Glu Ala Ala Ala Glu Thr Asp Ser Arg Pro Ala Asp 
1 5 10 15 



<210> 4 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Thr His Gly Glu Ala Ala Ala Glu Thr Asp Ser Arg Pro Ala Asp 
1 5 10 15 



<210> 5 

<211> 78 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1) . . (78) 



<400> 5 

atg gtt gac aac ccc atg aga egg 
Met Val Asp Asn Pro Met Arg Arg 
1 5 

tgc aag gac gac gtg aac aga etc 
Cys Lys Asp Asp Val Asn Arg Leu 
20 



aag age ggg ccg tec tgc aag cac 4 8 
Lys Ser Gly Pro Ser Cys Lys His 
10 15 

tgc age 78 
Cys Ser 
25 



<210> 6 
<211> 26 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Val Asp Asn Pro Met Arg Arg 
1 5 

Cys Lys Asp Asp Val Asn Arg Leu 
20 



Lys Ser Gly Pro Ser Cys Lys His 
10 15 

Cys Ser 
25 
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<210> 7 

<211> 525 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (522) 

<400> 7 

cga gag aag gag aac age aag agg gag gag gag gag cag cag gag ggg 4 8 
Arg Glu Lys Glu Asn Ser Lys Arg Glu Glu Glu Glu Gin Gin Glu Gly 
15 10 15 



ggc ttc gcg tec ccc agg acg ggc aag ggc aag tgg aag egg aag teg 96 
Gly Phe Ala Ser Pro Arg Thr Gly Lys Gly Lys Trp Lys Arg Lys Ser 
20 25 30 

gca gga ggt ggc ccg age agg gee ggg tec ccg cgc egg aca tec aag 144 
Ala Gly Gly Gly Pro Ser Arg Ala Gly Ser Pro Arg Arg Thr Ser Lys 
35 4 0 45 

aaa ace aag gtg gag ccc tac agt etc acg gee cag cag age age etc 192 
Lys Thr Lys Val Glu Pro Tyr Ser Leu Thr Ala Gin Gin Ser Ser Leu 
50 55 60 

ate aga gag gac aag age aac gee aag ctg tgg aat gag gtc ctg gcg 24 0 
lie Arg Glu Asp Lys Ser Asn Ala Lys Leu Trp Asn Glu Val Leu Ala 
65 70 75 80 

tea etc aag gac egg ccg gcg age ggc age ccg ttc cag ttg ttc ctg 288 
Ser Leu Lys Asp Arg Pro Ala Ser Gly Ser Pro Phe Gin Leu Phe Leu 
85 90 95 

agt aaa gtg gag gag acg ttc cag tgt ate tgc tgt cag gag ctg gtg 3 36 
Ser Lys Val Glu Glu Thr Phe Gin Cys lie Cys Cys Gin Glu Leu Val 
100 105 110 

ttc egg ccc ate acg ace gtg tgc cag cac. aac gtg tgc aag gac tgc 3 84 
Phe Arg Pro lie Thr Thr Val Cys Gin His Asn Val Cys Lys Asp Cys 
115 120 125 

ctg gac aga tec ttt egg gca cag gtg ttc age tgc cct gee tgc cgc 432 
Leu Asp Arg Ser Phe Arg Ala Gin Val Phe Ser Cys Pro Ala Cys Arg 
130 135 140 

tac gac ctg ggc cgc age tat gee atg cag gtg aac cag cct ctg cag 480 
Tyr Asp Leu Gly Arg Ser Tyr Ala Met Gin Val Asn Gin Pro Leu Gin 
145 150 155 160 

ace gtc etc aac cag etc ttc ccc ggc tac ggc aat ggc egg tga 525 
Thr Val Leu Asn Gin Leu Phe Pro Gly Tyr Gly Asn Gly Arg 
165 170 



<210> 8 
<211> 174 
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<212> PRT 

<213> Homo sapiens 
<400> 8 

Arg Glu Lys Glu Asn Ser Lys Arg Glu Glu Glu Glu Gin Gin Glu Gly 
1 5 io 15 

Gly Phe Ala Ser Pro Arg Thr Gly Lys Gly Lys Trp Lys Arg Lys Ser 
20 25 * 30 

Ala Gly Gly Gly Pro Ser Arg Ala Gly Ser Pro Arg Arg Thr Ser Lys 
35 40 45 

Lys Thr Lys Val Glu Pro Tyr Ser Leu Thr Ala Gin Gin Ser Ser Leu 
50 55 60 

He Arg Glu Asp Lys Ser Asn Ala Lys Leu Trp Asn Glu Val Leu Ala 
65 70 75 80 

Ser Leu Lys Asp Arg Pro Ala Ser Gly Ser Pro Phe Gin Leu Phe Leu 
85 90 95 

Ser Lys Val Glu Glu Thr Phe Gin Cys He Cys Cys Gin Glu Leu Val 
100 105 no 

Phe Arg Pro He Thr Thr Val Cys Gin His Asn Val Cys Lys Asp Cys 
115 120 125 

Leu Asp Arg Ser Phe Arg Ala Gin Val Phe Ser Cys Pro Ala Cys Arg 
130 135 140 

Tyr Asp Leu Gly Arg Ser Tyr Ala Met Gin Val Asn Gin Pro Leu Gin 
145 150 155 160 

Thr Val Leu Asn Gin Leu Phe Pro Gly Tyr Gly Asn Gly Arg 
165 * 170 



<210> 9 

<211> 324 

<212> DNA 

<213> Homo sapiens 

<400> 9 

atgtggatcc aggttcggac catggatggg 
aggctgacca aggtggagga gctgaggcgg 
ggcctgcaga ggctgttcta caggggcaaa 
tacgaggtcc gcctgaatga caccatccag 
cacagcacca aggagcggga ctccgagctc 
cagagtgagt cagacaagtc ctcc 



aggcagaccc acacggtgga ctcgctgtcc 60 
aagatccagg agctgttcca cgtggagcca 120 
cagatggagg acggccatac cctcttcgac 180 
ctcctggtcc gccagagcct cgtgctcccc 240 
tccgacaccg actccggctg ctgcctgggc 300 

324 



<210> 10 

<211> 495 

<212> DNA 

<213> Homo sapiens 




<400> 10 

gaggacatgt gggatgagac ggaattgggg 
cgggacacga acatgggggc gtggtttgag 
ccctcccggg acgagccctg cagctccacg 
taccacgtga aatacgacga ctacccggag 
gtccgagcgc gcgcccgcac catcatcaag 
atgctcaact acaaccccga caaccccaag 
tccaggaagc gcgagaccag gacggcgcgg 
gattctctga acgactgtcg gatcatcttc 
ggtgaaggga gcccc 



<210> 11 
<211> 915 
<212> DNA 

<213> Homo sapiens 




11 



ctgtacaagg tcaatgagta cgtcgatgct 60 
gcgcaggtgg tcagggtgac gcggaaggcc 120 
tccaggccgg cgctggagga ggacgtcatt 180 
aacggcgtgg tccagatgaa ctccagggac 24 0 
tggcaggacc tggaggtggg ccaggtggtc 300 
gagcggggct tctggtacga cgcggagatc 360 
gaactctacg ccaacgtggt gctgggggat 420 
gtggacgaag tcttcaagat tgagcggccg 480 

495 



<400> 11 

gtctgcgcct gccacctgtg cgggggccgg 
gagtgcgaca tggccttcca catctactgc 
gaggacgagt ggtactgccc tgagtgccgg 
9agcggctga gagagagcaa gaagaatgcg 
cgggactggg gcaagggcat ggcctgtgtg 
tccaaccact acggacccat cccggggatc 
caggtcagcg agtcgggtgt ccatcggccc 
gacggatcgt actccctagt cctggcgggg 
tttttcacat acacgggtag tggtggtcga 
cagtcttgtg atcagaaact caccaacacc 
cccatcaatg accaagaagg ggccgaggcc 
gtggtgcgca atgtcaaggg tggcaagaat 
tacgatggca tctacaaggt tgtgaaatac 
gtgtggcgct accttctgcg gagggacgat 
aaggaccgga tcaagaagct ggggctgacc 
ctggccaacc gagag 



caggaccccg acaagcagct catgtgcgat 60 
ctggacccgc ccctcagcag tgttcccagc 120 
aatgatgcca gcgaggtggt actggcggga 180 
aagatggcct cggccacatc gtcctcacag 24 0 
ggccgcacca aggaatgtac catcgtcccg 3 00 
cccgtgggca ccatgtggcg gttccgagtc 3 60 
cacgtggctg gcatccatgg ccggagcaac 420 
ggctatgagg atgatgtgga ccatgggaat 480 
gatctttccg gcaacaagag gaccgcggaa 54 0 
aacagggcgc tggctctcaa ctgctttgct 600 
aaggactggc ggtcggggaa gccggtcagg 660 
agcaagtacg cccccgctga gggcaaccgc 720 
tggcccgaga aggggaagtc cgggtttctc 78 0 
gatgagcctg gcccttggac gaaggagggg 840 
atgcagtatc cagaaggcta cctggaagcc 900 

915 



<210> 12 
<211> 1369 
<212> DNA 

<213> Homo sapiens 



<400> 12 

ggcagcgttt gccgagcggg cgctccgggt 
cgcacgcggt ttcatcgcca tccccagccg 
cggcgaccgg agaggtgagc gggcgggccg 
ggggctcggg aactttgcaa aactttcccg 
cactctgtcc cgggatccag ggcctcccct 
cacacatccg gctggagccg ggaccagcgc 
cgcgccgggt gggggagggc ctggcgagcc 
gcgcggggcg ccccgcgatt caattgtcgc 
ccccgggagc atctgggcca atggggagcg 
ccaataagag gcggctcaag tgaagggggg 
agtcccggcg gcgggggtgg gcgtgggctc 
tgcgggaggg acgccgaggg tccagggttt 
tcgaggtgag tcgcggggcg cgcgcgctcg 
ggccaccgcg gggcgggccc ggtcgcgcac 
gcgtgggcac cgaggggtcc cggggtccgc 
tggcacttgg ttaagttccc ccgggacctt 



cgcacgcaag tccgcgcggg gtccgggcca 60 
ggccaggcgc gcaggcagac aagctgttcg 120 
ggtcggggtg ccagcccggg ccgggcgcac 18 0 
cgcggccagc ccgggcgcac gcatgtcccg 24 0 
tccacctaac cctcgggaat cgttccccgg 300 
tgcgtccccg gagcccggcg gggggtcgag 360 
gccggggagg atgtcaggct ccgcgcctgc 420 
gcccgagccc gatttcgcgc gccctgagtt 480 
agcggggcgg ggcggccggg tgctgcggag 54 0 
cgggacttga cgagcggggg ccccctctgt 600 
gctggcgcga cccgcgcggg ccagtgggag 660 
ggaggggcgc gagctgccgg gggttggagg 72 0 
cgggtggccg ggacggggcg cggttaccat 780 
gcgcgcgggg ggggccggca aggagggggg 84 0 
ggatctcggg tggggttttt cccatttcag 900 
ctgaagttcc ggcccgcgct ggactttctg 960 




ggattccctc ttccgtaaat aggaatccga 
aacgaaccaa ctcgggccac ttggcccggg 
gggatgggtt ggaccttctg cttttctttc 
aatcttcaac acttggctag tcgttaatgc 
tggccagggt ctggctgtac aggaggactg 
acaggccgga caaaagcaac cccgactcct 
aaaactgatg ggggtttatg ctgtccctcc 




12 

ggaatgaatg aatcaatgaa tgaatgaata 1020 
cctcctttct cctctggtcg tggggaagga 1080 
aattccctct tttcattctc cttcctcctc 1140 
cttaagtgct taatttgttg tgtctggtcc 1200 
gaagggcatc ctgggagttt cctggtgtcc 1260 
tagagcatgg catggctcag aggtgctggt 132 0 
cctcagcgcc gacaccatg 1369 



<210> 13 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 13 

aattcgattg gttctgattg gttctgattg gttctt 

<210> 14 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 14 

ctagaagaac caatcagaac caatcagaac caatcg 



<210> 15 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 15 

aattcggggc ggggccgggg cgggcccggg gcggggct 3 8 

<210> 16 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 





13 



<400> 16 

ctagagcccc gccccggccc cgccccggcc ccgccccgg 



39 



<210> 17 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 17 

agtcagggat tggctggtct g 21 



<210> 18 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 19 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 19 

aagctacgat tggttcttct g 21 



<210> 20 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 18 

cagaccagcc aatccctgac t 



21 



<400> 20 

cagaagaacc aatcgtagct t 



21 



<210> 21 
<211> 38 





14 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 21 

ataaaggcaa gctacgattg gttcttctgg acggagac 38 



<210> 22 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
ol igonucleot ide 



<210> 23 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 23 

gaattcgagg gtaaaggggc ggggttgagg cagatgcca 3 9 



<210> 24 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 22 

gtctccgtcc agaagaacca atcgtagctt gccttttat 



39 



<400> 24 

tggcatctgc ctcaaccccg ccccttaccc tcgaattc 



38 



